Key indicators: single-crystal X-ray study; T = 98 K; mean (C-C) = 0.002 Å; R factor = 0.050; wR factor = 0.124; data-to-parameter ratio = 14.4.
Related literature
For the 2:1 salts of 2,6-dinitrobenzoate with isomeric n-({[(pyridin-1-ium-n-ylmethyl)carbamoyl]formamido}methyl)pyridin-1-ium, n = 2, 3 and 4, and for the structure of 2,6-dinitrobenzoic acid, see: Arman et al. (2013) . Table 1 Hydrogen-bond geometry (Å , ). (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Comment
The title salt, (I), was isolated as part of studies investigating the co-crystallization of 2,6-dinitrobenzoic acid and different pyridyl derivatives (Arman et al., 2013) .
The asymmetric unit of (I) comprises half of a 4-[2-(pyridin-1-ium-4-yl)ethyl]pyridin-1-ium dication, disposed about a centre of inversion, and a 2,6-dinitrobenzoate anion, Fig. 1 . A kink about the ethylene bridge is evident in the dication with the C9-C10-C13-C13 i torsion angle being 104.1 (2)° [symmetry operation i: -x, 2 -y, 1 -z]. In the anion, the carboxylate is inclined to the benzene ring to which it is attached forming a dihedral angle of 85.45 (9)°, as is seen in the structures of related compounds, including that of 2,6-dinitrobenzoic acid (Arman et al., 2013) . One nitro group is coplanar and the other twisted out of the plane of the benzene ring to which they are attached, forming O3-N2-C2-C3
and O5-N1-C6-C5 torsion angles of 179.80 (14) 
Experimental
Crystals of (I) were obtained by the co-crystallization of 4,4′-bipyridylethane (Sigma Aldrich, 0.11 mmol) and 2,6-di- 
Refinement
The C-bound H-atoms were placed in calculated positions (C-H = 0.95-0.99 Å) and were included in the refinement in the riding model approximation with U iso (H) set to 1.2U eq (C). The N-bound H-atom was located in a difference Fourier map and refined with a distance restraint of N-H = 0.88±0.01 Å, and with U iso (H) = 1.2U eq (N). Johnson, 1976) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
